We have isolated lentivirus strains that are related to the human immunodeficlency virus (HIV) from African green monkeys (Cercopithecus aethiops; AGM). Although immunologically related, these SIVMM are clearly distinct from other simian immunodeficiency virus (SIV) isolates, including isolates from Macaca mulatto (SaIV ) or even from other AGM. The SIVNK strains described in this communication grow well in a limited number of human T-lymphoma lines. Virus density, morphology, and reverse transcriptase activity are characteristic of the lentivirus group.
p18, p28, gp45, p64, gpl4O. They appear to bind to the target cell via the CD4 or its primate analogue. Four virus isolates have already been molecularly cloned for detailed genomic analysis and within this SIV., group they exhibit the genomic variability that is typical of lentiviruses. AGMs infected with this virus apparently remain healthy and therefore SIVo, not only provides a virus model for vaccine studies but also allows investigation of the defense mechanisms (immunological and others) that keep the AGMs healthy. Furthermore, precise genomic analysis of these and other SIV strains will lead to a better understanding of the evolution and pathogenicity of human lentiviruses like HIV. Retroviruses ofhuman origin were first isolated in 1980/81 (1) after it became possible to grow human peripheral blood lymphocytes (PBLs) in vitro (2) . The human immunodeficiency viruses HIV-1 and HIV-2, the causative agents of AIDS, are the latest ofthe human retroviruses whose original isolation was made possible in the laboratories of Montagnier and Gallo (3) (4) (5) (6) . Research in immunoprophylaxis and chemotherapy of AIDS is seriously hampered by the lack of suitable animal models (7), for only chimpanzees and gibbons are easily infected by HIV-1 (7, 8) , and even these do not appear to develop disease as a result. For obvious financial and ecological reasons, neither animal is available for research purposes to any large extent. Of the relatively few chimpanzees that are available, more than 120 have already been infected with HIV-1 after unsuccessful immunization attempts (9) .
The Paul-Ehrlich-Institute (Frankfurt) maintains among other primates a large colony of African green monkeys (AGMs). In 1972, the last wild animals were introduced into the colony from Ethiopia and from this time on animals in the colony were systematically bred. Initially, 40 of the AGMs were tested for the presence of antibodies against human T-cell lymphotropic virus (HTLV-1), HIV-1, and HIV-2 by ELISA, and positive results were confirmed by Western blot or radioimmunoprecipitation assay (10) . PBLs 7 days, after which the levels of virus replication were determined by scoring for the degree of cytopathic effect and by measurement of free gag antigen using the DuPont p24 trapping assay.
RT Assay. RT was assayed using techniques described previously (13) .
Immunoblots. SDS/PAGE was performed by the method of Laemmli (14) . Proteins were blotted to nitrocellulose (NC) in tanks with low ionic strength buffers. After blotting, the NC filters were saturated in PBS/0.3% Tween 20 for 1 hr. The Proc. Natl. Acad. Sci. USA 86 (1989) 2893 NC strips were incubated for 3 hr with the primary antibody diluted 1:100 in incubation buffer (PBS/10% fetal calf serum/1% bovine serum albumin/0.1% Triton X-100). After three washes with incubation buffer, strips were incubated for 1 hr with protein A/horseradish peroxidase conjugate (1: 2000 it no significant Probably due to the inbreeding over the years, only 12 of the 160 tested AGMs scored seronegative.
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Many seropositive AGM sera were also clearly reactive ing experiments with the outer envelope and transmembrane viral proteins of ults of the virus SIVmac25i and of HIV-2, but not of HIV-1 ( Fig. 2 and Table 3 ). inds to the same In the reciprocal reaction, HIV-1 and HIV-2 positive human ized in Table 2 SIVa3 under high stringency conditions (Fig. 3C) . As ex- 1-3) , HIV-1 (lanes 4-6), HIV-2 (lanes 7-9), and SIV,.~cz (lanes [10] [11] [12] . Hirt supernat.nt DNAs (5 .g) were digested with Dra I (lanes 1, 4, 7, and 10), Pst I (lanes 2, 5, 8, and 11), or without prior digest (lanes 3, 6, 9, and 12), separated on a 0.6% agarose gel, and transferred to a nylon membrane. pected, the probe hybridized only to SIV.. DNA, confirming the independent origin of this isolate. As an additional control, the filter was rehybridized with a 4.3-kilobase HindIll fragment derived from HIV-2 clone ROD (Fig. 3D) .
We also wished to determine whether the SIV. isolates differ significantly from each other. Hybridization of the complete SIVa3 clone to Hirt supernatant DNAs from cells infected with three different AGM isolates revealed the restriction site heterogeneity that is common for lentiviruses (Fig. 4) and analyzed by hybridization with the full-length SIVg.3 clone.
Isolates analyzed were SIVg3 (lanes 1-3), SIVgm37 (lanes 4-6), and SIVa38 (lanes 7-9). Markers (lane M), A HindIII fragments.
Judging from the nucleic acid hybridization data (Fig. 3A) , it appears that the SIVwn strains from our institute's colony are clearly more related to HIV-1 than to HIV-2, although only a comparison of the entire sequences would allow final confirmation of this. In this case, only the HindIII gag fragment of HIV-1 (Fig. 3A) , but not of HIV-2 ( Fig. 3D) 
